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Enter Job ID to access your project. Q

DAGA : DFAST Archive of Genome Annotation

DAGA stores genomic data collected from the public nucleotide database and the sequence read archive. All the

Currently, DAGA Is available only for genomes of Lactic Acid Bacteria.

1421 annotated genome resources are available, covering 2 genera and 191 species. ENTER

© DNA Data Bank of Japan, National Institute of Genetics. X dfast(at)nig.ac.jp
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1 DFAST and DAGA: web-based

integrated genome annotation tools and

resources
Tanizawa, et al. 2016 BMFH.

I DFAST: a flexible prokaryotic genome
annotation pipeline for faster genome

publication
Tanizawa, et al. 2018 Bioinformatics.

I Revealing the genomic differences
between two subgroups in Lactobacillus

gasseri
Tada et al. 2017 BMFH.

I Lactobacillus paragasserisp. nov., a sister E'%E
taxon of Lactobacillus gasseri, based on

whole-genome sequence analyses
Tanizawa et al. 2018 IUSEM
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